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WE: BM WITmE KeEIEmIS RNA XIST(IneRNA XIST) B A /N RNAGniR)-150-5p Xf e 53 4iF & &
IR AR B CALD BRI BN . F3E UCHE 2022 4F 9 H—2024 4F 1 Al B2 Rk K2 o i P IE B e Wi
TR 102 49 e B2 5 8 VR o WF 8 X 4 ARE A BE 48 h UG 48 B0k JL 4 A WL aR 4 32 ) (e A I & ALD I 70 {51 e
BEAE T FRZ O3 0E AR IR & ALD 5 36 B 30 451 [ 397 46 58 A% Ay 357 108 o ft R KT R A, oS 4 283 09 6 AR I IR W L L i S 2
P AR T 5 P A R B 1T CAPACHE 1D 343 2R ] gRT-PCR #6: 1fil 7% [ncRNA XIST Hl miR-150-5p 3 ik /K
Vo LA 2200, 43 AT 32 A bR 0 RH OGP L SR F 5T logistic [0 9 43 B7 e B 4 A JF  ALT B 52 R 2K, R JH 32
R TAERE (ROC) {28 48 AL incRNA XIST .miR-150-5p K Wi 35 16 4 %) M55 F 18 % 91 & ALT Ay 54 30 00 44
. R GRS AL N i B E X BRI (ncRNA XIST A% ik 5 #4 F+ 5, miR-150-5p #f
X Rkt Y REAR . HOW 58 40 AR A T W G, 22 B0 A S it B L (P<C0. 01), 1LVl [ncRNA XIST \miR-150-5p 5
APACHE [] ¥4 B AH M et % 25 L (r=0. 518, r=—0. 492, ¥} P<<0.01), —JC logistic [&] 44> HT 7% ,
i APACHEI 43 . incRNA XIST 5 % ik . miR-150-5p Ik ik & M0 B F 9F & AL Ml i 2 (P<
0.05), (ncRNA XIST .miR-150-5p Ml 75 I e 25 KE 8 % 9F & ALT (19 i 28 F Hi B CAUC) 43 31 K 0. 72595 % Cl.
0.628~0.809) A1 0. 706(95%CI:0. 608~0.792) , kA& FW 1) AUC 2 0. 91695 %5 CI:0. 844~0. 962) , f T 45 [
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il ZE A& fF Cacute respiratory distress syndrome,
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Horr IneRNA X Y 8 (4 5% 1% ¢ 55 1 5% st A (X chro-
mosome inactivation specific transcript, XIST) 2
55VF 22 9 R AH OC 2k B 04 R T S IE i Ny R 2 2 4
P50 . Bk R 2 B IE4E K W, incRNA XIST 2 5
e A 1Y HE UYL AE ALL By & e o #E b Az 3 o6
FEN, M RNA (microRNA L miR) 78 I 5 9 1) )
RE 28 TN S A T B YL o miR-150 1Y)
FORERR Y R A B . AR,
miR-150 [ E R ARDS fifi £ KX 1 U 710, o vy
FHF e 8 A 3 B B9 B . JE 8 A IneRNA
XIST i & miR-150 , 5ol 10 i) e 2 5 i85 JF &
ALT WIRLREA FR o A B 53 38 3 % L A [] Bk 5 0 23
HEBH MG P (neRNA XIST .miR-150-5p 4 AH %

K EE LSBT IR ITAL 2 J5EA B 4 bR K L EE A 0 ik
FIE R E IR AL IR RME .

1 X&5FH%

1.1 X% DL20224F 9 2024 4F 1 AfEaEE
BRI A7 st I LI B2 WSy 14 00 R 32 W o I 7 L R
I % ALLHY 102 11 3% g F 58 00 G 4 I IR %8
BE AR Z 00T, AR 48 h R4 A 1R
Btk — 20 o 41, Horp 32 Bl R R AE I K ALT [ Be
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YN NERLL, 70 Bl R H K ALT 1) 85 R R B 6E X IR
ZH . [) A 3 B[] 30 7 32 B fekt R R AG: 5 30 151 209 A fi g
XFHRZH . ABESEAT G i R A A8 B 28 Al =
FEIR A7 o T AH B B B2 2 A8 B 22 D1 2 Lo (o
2022_044_01) . 35 K H w50 R &5

1.2 BRFEIER ALL B Wibr i BREEAE 2 Wi fF &
2016 4F e 5 4E [ bR AL bR HES Y . ALL 2 Wb 1 2
% AL (D 2R s (O AR E . A 4 1
o Cah ko 4y TR S W AR e
Pa0, /Fi0,)<300 mmHg(1l mmHg=0. 133 kPa);
(3) IEAE X S Mt 7 MU 2 1 5% 5 (4) Te 220 i
03 1 v A I PR 3R 3

1.3 AFIHEBRARHE A0 ABRUE : (D FF 5 MR AE
BWIARIE s (2 FF & ALL 2 Wi br i 5 (3) %5 28 11 [H)
AT (DAER =18 J8 % Hoilm R 58k oe 38 . HEBR AR
e (D221 5 (2) & 31 & R GBI : (3 & IF A
2541 " A S R AR A IR IR REE i PRI B
it 453493 5 (4 BR A 5 S0 AN BT ff o 52 el O B 4 R R 0 1T
4y (sequential organ failure assessment, SOFA) Y
HERR VA 5 (5) 45 IF48 P BH 2 P fili 34 5 6 5 ) B 6 92
PESEI 5 (6) A B i 45 $5 80<<300 mmHg; (T #i2
Ji 24 h NAET .

L4 IR EE bR A 4L Al s [ i 45
It L0 W R A e AR B ik ok A A Ak o JUE o
GEEOIR) T VAR M 5 R IR TR A7 48T B O ik
BEPEIR FE A BRI THORE SR DA BE S 24 h N 2 pEA B
25 518 Mg BB 1T Cacute physiology and chronic
health status [I , APACHE 1) ¥E4PEAN K1 . FH 25
T e SO D L AT S A A I . SR AR 2 H L
FLL 40 2 3 % (white blood cell, WBC) %57 [# 45
2 JF (procalcitonin, PCT).C Jz I & [ (C-reactive
protein, CRP)ZE3845 .,

1.5 % (ncRNA XIST F1 miR-150-5p ¥l
220 43 59 SR S K I 3 a9 51 2L Ak BB ] g 12 Dk
JHe T B e T AE 9T & AL 24 h N B4R 8 s, il
ks T EDTA $rEEs .4 °C,3 000 r/min
B0 10 min, 43 85 IF A LG . — 80 CIRAF. R H
qRT-PCR ¥ 1.3 (ncRNA XIST Fl miR-150-5p
FkAKOF . X IE RS Roche LightCycler® &
s PCR & 45 (Bii + Roche 23w/ & . T 5149
SE I SR O /NI 7 WP e A U T 7/ I U
1, WAV E bR e IR R SEAT BRAE . OB AR
Z 010 pL, W5 :95 CHUAEE 30 5,95 C A8
55,58 Cilk 30 s F1 72 “C ZEf# 30 s,40 PMFIR,
PLU6 RS XG5 R DL 27 22 gk it AT i3,

®1 5l9FE5

Tab.1 Primer series table

FEPH 2 R 315" —3"

F.CTCTCTCTGCCCCTTGTGTG
R:GGGCTTTGGGTAGTCAGCAT

mcRNA XIST

F:CTCCCAACCCTTGTACCA

miR-150-5p
R:CCAGTGCGTGTCGT
F.GCTTCGGCAGCACATATACTAAAAT
R:CGCTTCACGAATTTGCGTGTCAT

U6

IncRNA XIST . K55 A4 RNA X Y o (K 26 1% 5 Tk 5 S A,

1.6 GQif~wab® RHJ SPSS 26. 0 kA7 4eit
0T THEBERLL n( V)RR R P K8 5 IE A S
A B ORI X£S HoR R ¢ K50 JEIE A4
AT %R L M (Pys, Prs) &, & Hl Mann-
Whitney U K56, 22 2H 8] kb3 R 7 22 90 ¥ . 3k —
A W LA ] SNK-g #2595 . >R H] Spearman 43¢
ST, RIDZ N logistic [ 743 Hr e 35 4 H % I
K ALT RS2 R 2R o R MedCale 20. 0 et 444
224 Z i F TAEHF1E (receiver operating character-
istic, ROC) M1k, EHAS [ 48 A 14 1l 28 7 11 A2 Carea
under curve, AUC) , WA 2 $i5 AR 14 i IR 75000 411
XU 55 o P<<0. 05 2 2250 A ge it 27 78 L.

2 % R

2.1 RS RERI RS SR T 18 i, Lotk 14
AR (67. 9210, 0) % (39~79 %) ; e 5 5E X 1R 21 9
PE 40 ], Lok 30 B, AF % (67, 4 £ 8. 3) B (43~
84 &) o X REZH B M 17 B Ak 13 ], AR IR
(67.9£11.0) % (39~82 %) ;3 4 A& M4 L1 1)
Fe#s 22 W G024 75 L (P>>0. 05) , B A7 A b,
2.2 KRR E WA A5 ik B AE X IR o
Sl AF A R | AL R TR e AL 451 L ALY 19 B
WBC.CRP M4, 22 5 LS it 248 L (P>0.05),
5 e B RE X B ZH LA, LB A R 1) PCT B0{H L B
FEPEIR S0 K APACHE 11 343 1 8 3 75 . 22 3
HGe i3 L (P<0.05,% 2),

2.3 i ncRNA XIST \miR-150-5p M} ik &
P 5 B G R 21 bb A, O 8 A R e 5 o) IR 4
M IMYE (ncRNA XIST FHXF 33k & 4 7 &, H W%
2 T M I N B, 2200 A St e B L (P <
0. 01) 5 15 fat e X HE 20 b A5 L ¢ A 0 e 2 i o) | 4
Y MLE miR-150-5p i XF & 3k & 35 B AIG, H W 22 41
KT I B RE X B4 L 28 5 A S vt 2 3 L (P<<0. 05,
%3,
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Tab.2 Comparison of clinical data between the two groups

Jie B 9 Xt R 4 pUE2Si)
FAE SLiHE P
(n=70) (n=32)

R/ L 67.44+8.29 67.91+10.01 0. 245 0.807
ngyp (%) 40(57. 1) 18(56. 3) 0.007 0.933
Rl

1R L 95 32(45.7) 12(37.5) 0. 604 0. 437

5 R 16(22.9) 6(18. 8) 0.219 0. 640

I3 11 %5 9 11(15.7) 8(25.0) 1.249 0. 264

565 00 8(11.4) 5(15. 6) 0. 348 0. 555
J5 R S Y AL

i 358 11(15.7) 6(18. 8) 0. 608 0. 436

i 38(54.3) 16(50. 0) 0.453 0.501

HoAlh 21(30. 0) 10(31. 3) 0.016 0. 899
S0 % 47 bR

WBC/(X10° L=1) 11.45+3. 80 12.39+3. 86 1.155 0.251

Operp /(ng « mL™1) 1.97(1. 36, 5.34) 4.30(1.95, 7.18) —2.016 0. 0442

Cegp /(mg + L) 97.42(75. 17, 136.33) 118.37(85. 29, 140.76) —1.493 0.135
i 2 A T 11(15.7) 11(34.4) 4.521 0.0334
E=¥d 8(11.4) 7(21.9) 1.911 0.167
APACHE ] ¥4 16(13, 19 25(19, 29) —5.324 <0.0014

e v SR 1 A BRI RS A 2 (%) B M(Pos o Prs) o S0 < 6 MR 3l bk 86 F B8 Ak 1 0 JUE 996 5 WBC - 11 400 I8 31 %45 PCT : [ 4% 2 Ji s CRP: C )
F I APACHE] - Stk A B4 S48 PR RER S 1T . 4] bhdg, A - P<<0. 05,

R3 KM ncRNA XIST \miR-150-5 p FixF ik Hit LK

Tab.3 Comparison of the relative expression levels of serum (ncRNA XIST and miR-150-5p in all groups

W 5% 41 JHe 75 E X R 20 et 5 X R 2
K 24 R F P
(n=32) (n=170) (n=30)
IncRNA XIST 2.5440.4174 2.23740. 324 0.9840. 42 165. 267 <0.01
miR-150-5p 0.8440.3674 1.2240. 564 1.5240.35 15. 645 <0.01

RAHHE K X£S. IncRNA XIST KBRS RNA X e o 0 0 3 45 5k 5 sl A . 5 e 3 i 366 IR AL HL 388, # 2 P<T0. 055 5 file e o B 41

e, A P<<0.05,

2.4 WMEAEHHE (ncRNA XIST ,miR-150-5p 5
APACHE I ¥ 43 A X HE 53 7 Spearman A5G 43
Brat R o, M B A B LT (neRNA XIST 5
APACHE [l #¥ 43 & 1E A 3¢ (r = 0. 518, P<C0. 01),
Iy miR-150-5p 5 APACHE [ ¥ 2 & 1 46 %
(r=—0.492,P<<0. 01,/ 1), MXEMHF ¥ X,

2.5 PMREIESEIR AL G EZ 00 g
I & ALL R AE 5 (RAE . &2 =1,/ =0, DLl K
BORE XS R IK i 22 A gt R AR A B
A B AT 0 logistic 1] U5 43 My 0 1€ 15 B R & .
SRR L MW (ncRNA XIST #5335 .miR-150-5p
fIKZR 3k F1 i APACHE 1 ¥ 43 /& Ik 35 0E 18 & JF &
ALT M 7 A& B [ 26 (P<<0. 05,3 4),

2.6 I (ncRNA XIST .miR-150-5p %} e 4E £

HIF R ALL (i R B0 AN H DAY fE R Y
Wt & s vE Al T2 APACHE [ ¥4 1) AUC 2y
0.829(95% CI. 0. 742 ~ 0. 896), Il i IncRNA
XIST .miR-150-5p i) AUC 4354 0. 725(95 % CI,
0.628~0.809) F1 0. 706 (95% CI:0. 608 ~0. 792),
Y>>0, 7, % Me #RE R E IR & AL Y B0 A (8 K 4
HZ#H B 2546 %% 8 X (Z=0. 791,
P=0.005); i3 incRNA XIST 5 APACHE [l iF-4%
Fedg . 22 W G it 8 X (Z=1. 819, P=0.070),
M3 miR-150-5p 5 APACHE I 43 L #%, 2% 4
Giitep i X (Z=2.304,P=0.020), IfiL#G (ncRNA
XIST . miR-150-5p Wt & W iy AUC H 0. 916
(95%CI:0. 844 ~0.962), L T 4 H M — 45 tx
(5 ncRNA XIST b8 .Z2=4.104,P<<0.01;
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IncRNA XIST KBRS 5 RNA X Yo (1456 5 55 53 P 5% Sk A< s APACHE T - 8 A 32 5548 Mg Bk B 1T
B 1 ¥ (ncRNAXIST . miR-150-5p 5 APACHE II ¥4 #4056 14 0 B
Fig. 1 Correlation analysis of serum (ncRNA XIST, miR-150-5p and APACHEIl scores
F 4 MeBEIERHAIF L ALLIY T logistic [l 1543 #t
Tab. 4 Binary logistic regression analysis of sepsis patients complicated with ALI
g B SE Wald r OR 95%CI
IncRNA XIST %3 ik & 0.766 0.208 13. 601 <0. 001 2.152 1.432~3.234
miR-150-5p FIX} 35 H —0.172 0. 049 12. 309 0.003 0. 842 0.765~0.927
APACHE [l #¢43 0. 328 0. 084 15. 390 <20.001 1. 388 1.178~1.635
PCT 0.031 0.093 0.113 0.736 0. 969 0.808~1.163
e 75 AR v 1. 020 0.934 1.194 0.275 0.361 0.058~2.248
W 27.069 6.610 16. 770 <20. 001 <0. 001 —

ALL: 245405 s incRNA XIST AL S AE i i RNA X J (0 (4 % 6 45 5 PR 5% A s APACHE T « 20M A 327 5 0 A B R B0 1 s PCT . [ 45

5 miR-150-5p 4, Z=5.076,P<C0.01), H il
Eew T APACHE I 943, H 22 5 o 4t i 27 2 X
(Z=1.096, P>0.05), 7 M & 5E £ & IF &
ALT RXUBS B S2 M J7 10T 4 13 (neRNA XIST # b
{H4 2.55 W, RALE K 53. 1% 47BN 85. 7%
MM miR-150-5p # Wi {d 4 1. 10 W, R K
78. 1% RS E R 60.0% ;24 APACHE I 4 # bt
5 20 BF, RGBSR 71. 9%, ¥ 5 By 84. 3%
IncRNA XIST .miR-150-5p 4 10 I (9 7 4% 3
96. 9% RS R 81. 4% (K 2)

3 it it

ARTIFGE Sz B » 5 ik B b R 4 B e A o R 41
FOULEE 201 I [ncRNA XIST i xF 3 ik i 3 7
15 T LY miR-150-5p AH XT3 ik it B R AIK . 5 58
WFoE 453 — 8%, ROC il 28 4 b7 28 B, 1M v
IncRNA XIST .miR-150-5p () AUC ¥=>0. 7, %} Jife
BEAE AT OF R ALT 1 0000 %5 g 1R 4 5 7 o000 48 i
ifi s M3 (ncRNA XIST t:F miR-150-5p, §i % 5
APACHE [l ¥F 43 26 L (P > 0. 05), i J5 # &
APACHE [l #4322 (P<<0. 05), [a] I 3 47 56 1
SHE R IR (ncRNA XIST .miR-150-5p A%} 32

130~ -
0.8+
0.6}
:cd
=
T 0.4 |
0.2H miR-150-5p AUC(95%CI) :0. 706 (0. 608~0. 792)
| IncRNA XIST AUC (95%CI) :0. 725 (0. 628~0. 809)
PTBEA AUC(95%CT) :0. 916 (0. 844~0. 962)
BHL
0 | L | | J
0.2 0.4 0.6 0.8 1.0
1-4¢ 57 B

XIST X Y (i 7K 56 06 5 5 M e 5 A% s ROC: 32 3l % T AR 4F
AiE 5 ALT: 20 PRl 453 403
2 L7 (ncRNA XIST .miR-150-5p
oI e B A A IF & ALT B9 ROC i £&
Fig.2 ROC curve of serum [ncRNA XIST and miR-150-5p

in prediction of sepsis patients complicated with ALI

7oy 1 e B/ YN R o (R L < Lo S 1 =i X [ D= 8
APACHE Il ¥4 B AH G PE AR Gedt 2 38 L. Ak A
5% — It logistic [\ 5 4 #F &5 S} B /8, (ncRNA
XIST @ik omiR-150-5p Ik 1k & e 4 5 T
& ALT Bl S G K6 P2 (P<<0. 05) , % e 35 4F 8 %
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It % ALT i BB I0 2 A — 5 0 im PR 3 . SR
IncRNA XIST 7t fe {3 # Wi {8 B 19 R 8 8 AIK
(53.1%), 1fj miR-150-5p TF fix {3 #% Wi 18 1 45 55 B
AL (60. 026, BR il T 7 I IK 2 W vh i B
2 AR A T A AUC KT 5 — 35 bn B 1)
RO RRR S R YR AR T B — 48 AR I 7E R
HCRE VAR S B O ID RGO R 5 BB A T B R BB R
APACHE I #4375 (96. 9% s 71. 9%) . B 47 B F
I PR PR B PP Al Bk B E R E T & ALT KB, 48 R
IncRNA XIST B4 miR-150-5p il HA % &5 10
G IR B . 55 Fb s A58 — 00 logistic 1] 5 43 #1 4%
RWIR = APACHE I1 3 43t J2 e 3 4E 8 % 0F &
ALT §l 57 6 | 26 (P << 0. 05), 24 A Wi {5
20 B, RAGER 71, 9% K¢ 5 R 84. 300 A R AP
) PEAL {8 $2 77 APACHE II %43 =20 43 vl /£ K
JHe B hE I & ALT A Bl B 9900000 46 #x

ncRNA XIST #fih h & miRNA =5k K 57
K, 75 Z2 Flviia 0 il 2F 24 Ak | A 28 P 2 45 92 s
i Hp e P T A Y AR A M v R AR
P 8 2 e RE Rz R A0 e R T A O B e AR
S 4 B LT (ncRNA XIST ik 8 m,
IncRNA XIST i34 JAK/STAT fl NF«B {5
Sk 5 % 58 Z ¥ (lipopolysaccharide, LPS) S
FR 20 B 383 40500 5 I 9 % B TS B9 NF-«eB 3l 56 42 1F
IncRNA XIST 1 3% ik, #F 1w 7 A= f fe 5t [l g%
ncRNA XIST i it NF-«B/NOD F:3Z K E 1 3
(nod-like receptor pyrin domain 3, NLRP3) 4 %E /)y
PR A 5 6 8 9 2R 2L IR b R e R I s
IncRNA XIST 15 i # 5E #H 56 AL vh % ¥ 94 45 18
L WANG 255 % 3, incRNA XIST [ #3551
P ZE P F 2(recombinant interferon regulatory
factor 2, IRF2) ik il id 9445 miR-204/IRF2 il [
ik PaO,/FiO, L FIFmE LPS i F a9/ ARDS,
LI &P %, incRNA XIST 7 LPSiES 1) AL /N
LA 7R Rt PN R A4 L v v 3R 58 L O 2 A 8 E B I A
MM T, miR-150-5p YE gy miR-150 Z % 1% BR 1Y
— B4 5 I B G R B Y A R M IR il B ik
R ALL 258 Z R th Rk wt . WFoE LB,
COVID-19 B EFE M miR-150 i £k, 5 ALL A
TERE DG IG L HE 3k 18 i 5 1 g EF il 50 e A M,
XU %5 % #, LPS 35 5 19 7 BUALT 5 A
miR-150 #1394 75 Caspase-3,Bax/Bcl-2 il MAPK
ot T O el B ML A PN B A LA A L O D55 LPS
ERN ALL, CHEN 220 % 3 ,miR-150 4 i % 1E
MLt s STATL W3R8 Wi 1L-15.1L-6 Al
TNF-a 23# - I8 ST LPS Hali 5 B 40 i i 28 e

SN LAY % 8, miR-150 3@ 1 E 4 # m AKT3
kA TNK #il NF«B i@ % 2 % LPS i S 1
ALI, H . incRNA XIST .miR-150-5p 7F i % %
BF I L ALL pil F & ¢ & 2 E A, ol 58 2
ALI/ARDS A7 Hij & (1 ¥ 75 25 ¥ 36 97 38 50 F A ) B

IncRNA XIST 78 4 A I ) iF & v e 5 O it
PEFDS BAT 1000 e 55 0 & A= AURS i ¢ (D, i
ARDS (35 B ML7F miR-150 5 %59k /™ 2 i 5
A SR IneRNA XIST .miR-150-5p 1] fig
SR T JH T 10 B A ) b R W LAV A T I R
Wifli, % &%) IncRNA XIST .miR-150-5p 5 e &
it S8 E ) B ARRE BN B VI AH OG B A TR0 e B i
It % ALT KUK 9T BEE , MUE M IR AR R . ARWF5
ZER R IncRNA XIST Fl miR-150-5p 7 i 3% %
Itk ALT SB35 (g AH A 3238 B AF7E 35 22 51, JF B
T B b B T TN . X RN
I 2 A8 bR A AT B8 B R M R E IR ALT
W AE I R bR & AR 5 2 — 5 L TR 2 1
IEE B A UE 4 o a3 H rponT 5B 0 ML 2 - e 3 &
B, B # 3k ncRNA XIST w[4E & ceRNA, ¥ 47 16
ZFh miRNA (45 miR-150-5p)%), 38 4 1F 17 )2 it
Z 5 B Vg A S 0 RAE N TR E S 5 e 5 0E iF
o Tt 005 A8 1 2 A T B ] 28 e NF-«B 3 % 94
P T W S MEA BT (i TNF-o 1L-18 %) , ] BEAEAE 13 ]
VEFH S JE TR 8 345 e 50 0 & ALT A9 4 e o A2,

i bR, A BFSE R W, (IncRNA XIST #i
miR-150-5p 7E e REHE M MW b 3R 3K 5 (d R B
FEAE 22 500, J2 Wk 30 F % 1 & ALT i 4 57 e B A
3,2 TR BRI A T0I0 X e 30 AR E OF & AL A 8K
LR U T (= N 7 P T S T =
EN IS A L IPNANY = o N 1 = o N3 7 TS PSR N
REAFAE— 2 19 2200 S5 18 A7 7E Jay BRLPE 5 S Ak AR 5%
oK BEXT B () IncRNA  miRNA 347 8l 2546 1 .
KL, F5 i — b KA & JF A7 2 b0 L 3h 2
B PE RIS o DA AL T 4 (0 1 I I 2 AR A

S Lk
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The Value of Serum Long Non-coding RNA XIST and MiR-150-5p in
Early Prediction of Sepsis Complicated with Acute Lung Injury

YANG Huian' , HUANG Shuiwen®, YUAN Jinjin' , HAN Lifen'
1. Department of Infection, Mengchao Hepatobiliary Hospital of Fujian Medical University, Fuzhou 350025, China;
2. Department of Critical Care Medicine, Mengchao Hepatobiliary Hospital of Fujian Medical University, Fuzhou 350025, China

ABSTRACT: Objective To investigate the early predictive value of serum long non-coding RNA
XIST (IncRNA XIST) combined with microRNA (miR)-150-5p for the development of sepsis patients
complicated with acute lung injury (ALI). Methods A total of 102 septic patients admitted to the
Mengchao Hepatobiliary Hospital of Fujian Medical University from September 2022 to January 2024 were
enrolled as the research subjects.  The patients were divided into an observation group of 32 cases (sepsis
complicating ALI) and a sepsis control group of 70 cases (sepsis without complicating ALI) according to
the oxygenation index at 48 hours after admission; 30 cases of healthy medical checkups in the same period

of time were selected as the healthy control group. Basic clinical data of each group were collected, and
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acute physiology and chronic health status [ (APACHE [l ) score of all patients were recorded.  The
expression levels of serum [ncRNA XIST and miR-150-5p were detected by qRT-PCR.  The differences
between groups were compared, the correlation between the main indicators was analyzed, the influencing
factors of septic patients complicating ALI were analyzed by binary logistic regression analysis, and the
early predictive value of [ncRNA XIST, miR-150-5p and their combination for the development of ALI in
septic patients was evaluated by receiver operating characteristics (ROC) curve respectively.  Result
Compared with healthy control group, the relative expression level of serum (ncRNA XIST in observation
group and sepsis control group was increased, and the relative expression level of miR-150-5p was
decreased, and the changes were more obvious in observation group, and the differences were statistically
significant (P<C0.01). Serum IncRNA XIST and miR-150-5p had a statistically significant correlation
with APACHE [ scores (+=0.518, r=—0.492, P<{0.01). Binary logistic regression analysis showed
that high APACHE]] score, increased ncRNA XIST relative expression level, and decreased miR-150-5p
relative expression level were independent risk factors for sepsis patients complicated with ALI
(P<C0.05). The area under the curve (AUC) of IncRNA XIST and miR-150-5p in predicting sepsis
patients complicated with ALI were 0. 725 (95% CI: 0. 628-0. 809) and 0. 706 (95% CI. 0. 608-0. 792),
respectively.  The AUC of the combined prediction was 0. 916 (95%CI: 0. 844-0. 962), which was better
than the single prediction efficacy, and had higher sensitivity (96. 9%) and specificity (81. 4%).
Conclusion Serum /ncRNA XIST combined with miR-150-5p has certain clinical value in predicting sepsis
patients complicated with ALI, and can be used as an early warning indicator for patients.
KEY WORDS: sepsis; acute lung injury; long non-coding RNA XIST; microRNA-150-5p
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